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1 RNA CAGGAUACUUUACUACAGCU 6311.8265 =
2 DNA-U |caggauacuuuacuacagcu 5991.8465 o L The relationshi
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4 | DNA-5'-C3 | 3caggatactttactacagct 6214.0672 15ec ' ]
5 | DNA-5'-C6 | 6caggatactttactacagct 6256.1482 : : : - ® 2790 —~
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3-1. <LC&H#H>
LC: Shimadzu Nexera X2 UHPLC System > (EEFDF TEMOEN RO AERMRFFIFEIDIENIZRUIZ. COZENS. AnalytelcXFU TAMRO
Column: Accura Triart Bio C18, 150 mm x A#¥2.1mm, #i%¥1.9 ym (YMC) ISR E AT BT, F—H BN TIEE T b,

Mobile phase A: 400mM HFIP + 15mM Triethylamine

Mobile phase B: Methanol > SIESLULNAIMRFFEFRINADOEEN NSV, Analytel ISORFFEIRZ I TWIE S,

Column temperature : 70°C, Flow rate: 0.5 mL/min DEDINSOEENZE NI DL THIRTESRIREIEN' DD,

Gradient: 0.00 min (B%:12.5) —» 8.00 min (B%: 32.5) — 8.01 (B%:12.5) > MOE-end10&£MOE-skip10DEEEICEWVWTMOE-end 100 A MMERFNaE N Ofc. CDOTENS
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Ionization mode: Electrospray Ionization (ESI) > IEFIBEZ TV Hybridization-LC-MSADIGRAZIEELUIZE . B—Hcd CETDRFFES
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